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Tast Results

Gram Staln Reaction
Mlcroscopic
Oxidasa

Catalase

Spore
Motility
Parasporal Crystal

Beta-hemolysis

Positive
Rads

Positive
Fositive

Subterminal, elliptical, nen-swallen
Positive
Megative
Positive
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Ganetic ID

Comparnsons to genetically similar microarganisms

Genetic Distanca

Genus

Spaclas

0.0001
00003
0003

Bacilius
Bacilius
Bacilius

ceraus

anthracis
thurmngiensis

Motes:
Fhenotypic data support Bacillus cereus,

Deviations Mone

Microkial ID
Coanclusion

Bacillus cereus
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Genetic ID

Comparisons to genetically similar microorganisms

Genetic Distance Genus Species
0.0000 Shigella sonnal
0.0000 Shigela flexner
0.0000 Escherichia coli
0.0000 Shigella boywdii
0.0000 Escherichia 5p.

0.0007 Enterobacter hormaechel
0.0018 Shigella dysenteriae
0.0022 Enterobacter sp.
0.00371 Cronobacter sakazakil
0.0081 Citrobacter freundii
0.0090 Enterabacter dissolvens
0.0700 Kiebsiella oxyloca
Microbial ID

Conclusion

Family: Enterobacteriaceae




Klebsiella oxytoca

Klebsiella pneumoniae

99

08

Enterobacter cloacae

88

95

Escherichia coli

99

Shigella dysenteriae

96

Shigella sonnei

96

95 100/ 99
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